
Supplementary Table 2: Histone Demethylases in RMS patient samples by subtype

ENTREZ Gene
Expressiona       

n = 34 p-valueb
Expressiona       

n = 10 p-valueb
Expressiona       

n = 1 p-valueb

54620 FBXL19 0.8031 0.0000 0.8667 0.0040 0.6056 -
55806 HR 2.0783 0.0005 1.1218 0.3512 0.6461 -
79663 HSPBAP1 1.1434 0.1276 1.1523 0.7119 0.8924 -
3720 JARID2 4.6814 0.0000 5.1373 0.0000 1.9570 -

80853 JHDM1D 0.5832 0.0006 0.7072 0.0272 0.9142 -
221037 JMJD1C 6.6674 0.0000 6.7280 0.0000 5.4865 -
65094 JMJD4 1.2340 0.0000 1.1535 0.0206 1.0422 -
79831 JMJD5 0.9767 0.9258 1.0622 0.3342 0.7763 -
23210 JMJD6 2.2329 0.0000 1.9854 0.0000 2.2508 -

100137047 JMJD7 0.9001 0.2702 0.8976 0.3644 0.8607 -
339123 JMJD8 1.1934 0.0324 1.3378 0.0034 0.7865 -
23028 KDM1A 1.4349 0.0000 1.8663 0.0000 2.2144 -
221656 KDM1B 1.7278 0.0002 1.5204 0.0055 1.1906 -
22992 KDM2A 0.9432 0.2738 0.8837 0.4562 1.3180 -
84678 KDM2B 2.9220 0.0000 3.1542 0.0000 1.9539 -
55818 KDM3A 2.6803 0.0000 3.2305 0.0000 4.5199 -
51780 KDM3B 1.3856 0.0015 1.7648 0.0009 1.7522 -
9682 KDM4A 2.0249 0.0000 2.7342 0.0000 2.0410 -

23030 KDM4B 2.8415 0.0000 2.6299 0.0000 2.5853 -
23081 KDM4C 1.6831 0.0000 1.5875 0.0000 0.7685 -
55693 KDM4D 1.0865 0.2490 1.0508 0.5330 1.2131 -
5927 KDM5A 2.5748 0.0000 2.2955 0.0000 3.0082 -

10765 KDM5B 5.4194 0.0000 8.1731 0.0000 7.4627 -
8242 KDM5C 0.7576 0.0000 0.7599 0.0208 0.4162 -
8284 KDM5D 0.1578 0.1085 2.2803 0.3390 2.6930 -
7403 KDM6A 2.5545 0.0000 1.8399 0.0002 1.1664 -

23135 KDM6B 1.7100 0.0000 2.0226 0.0000 1.7902 -
84864 MINA 2.3426 0.0000 2.0560 0.0000 2.5730 -
79697 NO66 2.0767 0.0000 1.8979 0.0000 0.4595 -
5253 PHF2 1.2706 0.0000 1.3594 0.0000 1.5639 -

23133 PHF8 2.2467 0.0000 2.2069 0.0000 1.2586 -
7404 UTY 0.8895 0.6322 1.6579 0.1399 3.1241 -

ARMS PAX3-FOXO1 ARMS PAX7-FOXO1 ARMS NCOA1-PAX3

aFold changes calculated against the median expression level of skeletal muscle 
samples, considered significant if above 2
bp-values from t-tests examining differential expression compared to skeletal muscle 
(Bonferroni adjusted p-value=0.0016)


